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Highlights
Research into human impacts on biodi-
versity would benefit from considering
HMD as a central process, in particular
the wide variety of anthropogenic influ-
ences on the dispersal of organisms.

Particular species or genotypes benefit
from increased dispersal ability under
HMD, including new linkages among
areas of suitable habitat; conversely,
others suffer from loss of dispersal
opportunities and linkages, as well as
increased costs.

In total, HMD is expected to rewire spa-
Humans fundamentally affect dispersal, directly by transporting individuals and
indirectly by altering landscapes and natural vectors. This human-mediated
dispersal (HMD) modifies long-distance dispersal, changes dispersal paths,
and overall benefits certain species or genotypes while disadvantaging others.
HMD is leading to radical changes in the structure and functioning of spatial
networks, which are likely to intensify as human activities increase in scope and
extent. Here, we provide an overview to guide research into HMD and the
resulting rewiring of spatial networks, making predictions about the ecological
and evolutionary consequences and how these vary according to spatial scale
and the traits of species. Future research should consider HMD holistically,
assessing the range of direct and indirect processes to understand the com-
plex impacts on eco-evolutionary dynamics.
tial networks through the reconfigura-
tion of links among nodes, particularly
by changing the distances over which
individuals disperse and the creation of
highly connected nodes (hubs).

As human impacts on the environment
increase, ecology and conservation
will benefit from considering rewiring
holistically, assessing both the positive
and negative impacts of HMD on eco-
evolutionary dynamics.
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Human-Mediated Dispersal
Dispersal has become increasingly recognised as an essential process in ecology and evo-
lution, and the past 20 years have produced exciting new approaches to understanding
dispersal (Box 1). An area of particular interest is the role of dispersal in the ecological and
evolutionary responses of species to anthropogenic environmental change [1,2]. For example,
dispersal patterns are critical in determining the ability of species to track a changing climate or
to survive habitat loss [3,4]. However, humans also affect the dispersal process itself in a variety
of ways, the result of which can be characterised as human-mediated dispersal (HMD; see
Glossary). Here, we distinguish two forms of HMD. Human-vectored dispersal (HVD) occurs
when humans transport organisms directly. Human-altered dispersal (HAD) encompasses
the indirect effects of humans on dispersal by altering landscape structure, dispersal vectors,
and animal behaviour. Certain aspects of HMD have received much attention, such as human-
vectored introductions of non-natives [5] or alteration of landscapes by habitat fragmentation
[6]. However, these issues tend to be studied in isolation, and there is a lack of a holistic
overview of the different aspects of HMD and how they might interact to drive ecological and
evolutionary change.

Here, we show how HMD is expected to have complex effects on spatial networks (Box 2) of
populations and communities and we demonstrate the benefits of considering the variety of
HVD and HAD processes in combination. First, we review the different forms of HVD and HAD
and consider the types of organism and community that are affected by these processes.
Humans have probably mediated dispersal throughout our history, and there is evidence that
early humans and preindustrial societies changed the distributions of species [7,8], and that
humans have performed important ecosystem functions more generally [9]. However, human
activities are undergoing rapid expansion in scope and spatial extent: the human footprint
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Box 1. Dispersal Mechanisms and Eco-Evolutionary Processes

Dispersal comprises the movement of individuals or propagules away from their birthplace, leading to reproduction in a new
location and generating spatial gene flow. Active dispersal by autonomous movement is governed by the morphology,
behaviour, and physiology of an organism. However, organisms can also be dispersed passively by abiotic or biotic vectors,
such as animals, wind, or water. In this case, dispersal is determined by traits that affect uptake by the vector and survival during
transport. Given that dispersal is an integral part of the life history of an organism, its benefits and costs are correlated with other
key life-history traits [39], which can result in dispersal syndromes [91]. Dispersal is often described simply in terms of the
probability distribution of where dispersing individuals settle relative to the natal sites (i.e., dispersal kernels; [92]). However,
dispersal is a complex process comprising departure (i.e., leaving the natal location), transfer (movement), and settlement
(establishment in the new breeding location). While these processes still result in dispersal kernels, their consideration allows a
more mechanistic assessment of dispersal rooted in the movement ecology framework (e.g., [93]). For example, departure can
be influenced by local densities, transfer by the resistance to movement in the intervening landscape, and settlement by local
cues. This leads to a more eco-evolutionary view of dispersal, whereby dispersal processes and patterns are the result of
evolving responses to the (changing) ecological environment [94].

A particularly interesting area is that of long-distance dispersal (LDD), which is usually characterised in terms of extreme and
rare dispersal events [95]. LDD can connectdisparate populations, allowing for connectivity and altering interaction networks
(see Box 2 in the main text), meaning that it can have profound effects on eco-evolutionary dynamics. Human activities will
affect the kernel through the combined effects of the different aspects of HVD and HAD. For example, HVD by automobiles
could increase LDD and bias dispersal towards certain directions, while habitat fragmentation (HAD) could at the same time
constrain dispersal, such that many dispersers move very short distances: we give an example of the combined effect of
these specific processes in Figure I, which ultimately change eco-evolutionary processes. However, the changes to the
dispersal kernel in any particular situation will depend on the type and extent of the HVD and HAD processes taking place.
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Glossary
Dispersal kernel: the distribution of
dispersal distances from a source
location, expressed as a probability
density function.
Green infrastructure: a planned
network of high-quality natural and
semi-natural areas with other
environmental features, designed to
protect biodiversity in both rural and
urban settings.
Hub: a highly connected node within
a spatial network, which has a high
number of dispersal events, either
departures, arrivals, or both.
Human footprint: extent of human
pressures on the environment, in
terms of the area of land and water
required to produce goods
consumed and to assimilate waste
generated.
Human-altered dispersal (HAD): a
form of HMD, comprising indirect
changes in the dispersal of
organisms in response to any
anthropogenic intervention in the
population, community, habitat, or
landscape.
Human-mediated dispersal
(HMD): alteration of dispersal of
organisms caused directly or
indirectly by human movement or by
other anthropogenic activities.
Human-vectored dispersal (HVD):
a form of HMD, comprising
movement of organisms carried by
humans or on entities moved
physically by humans, such as
vehicles.
Red infrastructure: high-impact
development, such as highways, that
hampers partially or totally the
movement of organisms.
Rewiring: the alteration of
interactions within spatial networks,
due to the removal of natural nodes
and links, and the emergence of new
links between existing or new nodes.
Small-world network: a network
topology with low average path
length (i.e., the average distance
between two nodes in the network)
and increased clustering compared
with a random graph with the same
number of nodes and links.
Soft linear development (SLD): a
minor modification of the landscape
that does not hamper the movement
of organisms, but might instead
enhance connectivity. Unpaved
roads and firebreaks are examples.

Box 2. Spatial Ecological Networks

Biological communities can be envisioned as local interaction networks [96], with species represented as nodes and
interactions as links and defined within a finite spatial extent (e.g., sites or habitat patches; see Figure 3 in the main text).
Antagonistic and mutualistic interaction frequencies depend on both the relative abundances of species (with more
abundant species showing higher interaction probabilities) and the matching of traits fostering interactions (e.g., long-
tongued insects with long-corolla flowers). The local interaction networks are organised over larger spatial extents by
species-specific routine movement (spatial coupling) or dispersal (metapopulations and metacommunities). Spatial
coupling occurs within generations and is typically mediated by resource-acquisition strategies, either foraging or mate
search. Metapopulation and metacommunity dynamics emerge from dispersal, and generate changes in patch
occupancy and abundances at these larger scales. The strength of the spatial interactions are determined by the
specific dispersal rates, which generally decline with increased distance and landscape resistance (see Box 1 in the
main text), and the abundances of species in the source population. Dispersal determines the presence and/or
abundance of local species and gene flow, but local competition, predation, or mutualism interactions in the meta-
community will in turn impact dispersal [97]. Therefore, the spatial and local topology of ecological networks is likely to
be coupled nonlinearly through eco-evolutionary dynamics.

The dynamical properties of the spatial network are typically analysed using matrix models that combine Lotka-Volterra
formulations of species interactions with species-specific among-patch dispersal rates [80] or through aggregated
food-chain approaches [98]. Evolutionary dynamics can be integrated by adding gene interaction networks to produce
dynamic local trait distributions that determine interspecific interaction strengths. However, the eco-evolutionary
approach is still in its infancy because it relies on a comprehensive understanding of the genetic architecture underlying
trait distribution and its connection to species interactions [80].

Spatial ecological networks can be altered by both human-driven changes in the local interaction network among
species and changes in dispersal interactions among patches. Given that the stability of the spatial interaction network
depends on the distribution of interaction strengths [99], any selection exerted by HMD on traits of species and
genotypes that mediate interaction strengths will strongly impact this stability. This topological complexity eventually
determines the robustness and resilience, and, ultimately, the ecosystem functioning of the entire spatial network. To
what degree the hierarchical integration of gene interactions changes this view is currently an open question.

Figure I. Effects of Humans on Dispersal Kernels. An illustration of a standard dispersal kernel (A), which has
moderate dispersal distances with a few long-distance events and equal dispersal in all directions (isotropy), and a
representation of a kernel under human-mediated dispersal (HMD) (B). In this example, the kernel is affected by aspects
of human-altered dispersal (HAD) and human-vectored dispersal (HVD). By modifying landscape features through
habitat fragmentation (HAD), human activities constrain dispersal and so increase the proportion of very short-distance
dispersers. At the same time, HVD (e.g., by automobiles) increases the proportion of dispersers travelling very long
distances and causes directional bias (anisotropy) by preferentially dispersing individuals to urban areas. The resulting
dispersal patterns (i) and kernels (ii) show the combined effect of these HAD and HVD processes.
extends over 75% of the global land area [10], and it is intensifying rapidly both on land and in
the sea [10,11]. Consequently, below we present evidence that increasing HMD leads to radical
changes in the structure and functioning of spatial networks, and causes the rewiring of spatial
interactions from genes to ecosystems (Figure 1). Considered in this integrated manner, the
impact of HMD reaches beyond the introduction of non-native species by also changing
ecological and evolutionary dynamics in native regions. We then draw conclusions about
the benefits of studying HMD in a holistic manner. We do not cover HMD of human diseases,
which has specific attributes and has been the topic of many studies, as reviewed in [12].

Human-Vectored Dispersal
HVD is the direct dispersal of organisms by human actions, either intentionally or accidentally
(Figure 2). Intentional HVD not only comprises the transport of organisms for human use in
agriculture, horticulture, hunting, biocontrol, ornamental use, or to be kept as pets, but also
includes translocation for conservation purposes [13]. Accidental HVD can be by attachment to
humans [14] or on and in entities moved physically by humans, such as vehicles [15], pets [16],
960 Trends in Ecology & Evolution, December 2018, Vol. 33, No. 12



Spatial network: in graph theory, a
graph where nodes and links are
spatial elements; applied to ecology
as a set of spatially distinct
populations or communities (nodes)
linked by dispersal.
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Figure 1. Human-Mediated Dispersal and its Eco-Evolutionary Consequences. (A) Humans mediate dispersal
by either actively vectoring movement (by nonrandom sampling, entrainment, transport, and release and/or escape) or by
altering the environment so that dispersal will be facilitated or constrained (through altering patch and matrix attributes and/
or phenotypes). Dispersal is mediated at the departure, transfer and settlement stages (see Box 1 in the main text).(B)
These human-mediated dispersal responses scale up to ecological demographic and connectivity responses. In combi-
nation with human-imposed genetic selection during departure and transfer and genetic mixing at the settlement stage,
this leads to the rewiring of spatial and interaction networks.
ornamental and cultivated plants [17], livestock [18], human introduction of wild animals [19],
and human products and food [20] (Figure 2C). We differentiate the movement of animals by
humans (HVD; e.g., livestock herding or pet transport) from the self-willed movement of animals
managed or introduced by humans (e.g., free-roaming livestock or escaped introduced
species, which is HAD). HVD is most studied in plants and animals, but human transport of
other organisms such as fungi [21] and protists [22] has also been demonstrated.

For organisms to undergo HVD, they first need to be exposed to human contact and be taken
up (e.g., attached or captured) for departure (Figure 1). Therefore, HVD will only occur in areas
where humans are either resident or travelling through. This already encompasses most of the
globe [10,11], but as human populations and frequency of movement increase, HVD will
become more common, facilitated by a greater number and density of, for example, road
Trends in Ecology & Evolution, December 2018, Vol. 33, No. 12 961



Accidental Inten onal
On enƟƟes used for transport On enƟƟes moved by humans Organisms moved by humans

Small with appendages, hairy,
clinging seeds
[32,84]
persistent seed bank [84]

Light, flat seeds [16], appendages
numerous seeds, persistent seeds [84]
short-lived annuals, pioneer species

Small seeds, numerous seeds,
high nutrient values, common
species, elongated seeds [91]

Hor culture: aestheƟc, decoraƟve,
ornamental, novel [89]
Agriculture: increased fruit size [8],

Spa al scale

Likelihood of HVD

PrisƟne areas Urban areas
[83]

Trading points
[83]

Agricultural areas Human transport network
[83]

Protected areas

Endoparasites [85], parasites with
capacity to switch hosts [86]
ectoparasites with appendages,
resistant life stages, invertebrate
propagules [87]

Resistant life stages, invertebrate propagules
[20,54],
asexual reproducƟon, diapause capacity,
low metabolism,
small, abundant, naƟve [88]

On humans
 

Game animals: medium size, sedentary, non-migratory,
curaƟve, aphrodisiac [90]
Pet animals: colourful, small–medium-sized, exoƟc, rare,
ease of transport [90]
Transloca on: useful to humans [16]
threatened species, small populaƟon size, charismaƟc

Small, abundant, naƟve [88]

Slow, short distances,
permeate different habitats

Slow, medium distances,
permeate disturbed
and agricultural habitats

Fast, medium to long
distances, restricted
to road network

Fast, medium to long distances,
restricted to rail network

Slow, medium to global
distances, freshwater and
marine habitats

Fast, long to global distances,
dispersal opportuniƟes only at
nodes of the transport network

(C)

(B)

(A)

[16] [23,55] [55][24] [24,55,83] [55,83][24]

Increasing exposure to human contact increases the likelihood of human-vectored dispersal

Human dispersal vectors affecƟng dispersal speed distances

Animal and plant traits that enable human-vectored dispersal

Figure 2. Factors and Traits that Can Affect the Probability and Effectiveness of Human-Vectored Dispersal (HVD). (A) The likelihood of HVD increases
with increasing human population density; we give examples of areas that might correspond to different densities. (B) The speed, travel distance, and mobility patterns
of HVD types affect dispersal distances and locations. This panel depicts examples of human dispersal vectors and their associated characteristics along a distance
dispersal gradient. (C) Examples of plant (green) and animal (blue) traits that enable dispersal by humans and associated entities, categorised either as accidental or
intentional dispersal. Example references [8,16,20,23,24,32,54,55,83–91].
networks, urban areas, and shipping routes [23,24] (Figure 2A). The subsequent patterns of
transfer and settlement (Box 1) and, thus, the shape and extent of dispersal kernels, will be
affected by the specific HVD process. Some forms of HVD permit settlement during human
transit, by active or passive deposition of individuals along the transport network. For instance,
seeds attached to hikers will generally be transported along walking routes, but could detach at
any point on the path. The resulting dispersal kernels often resemble those caused by
attachment to animals [25] and patterns along the network will exhibit simple distance decay.
By contrast, other forms of HVD have low probabilities of settlement during human transit (e.g.,
organisms in ballast water or ornamental plants in lorries) and will mainly settle at nodes of the
transport network (ports, cities, etc.), causing discontinuous dispersal patterns dominated by
long-distance jumps. Furthermore, much contemporary human travel behaviour might best be
described as a continuous random-walk process, incorporating long time lags between
movements and scale-free jumps [26]. The dispersal kernels resulting from this behaviour
are likely to contrast strongly with the unimodal, distance decay form of many natural dispersal
962 Trends in Ecology & Evolution, December 2018, Vol. 33, No. 12



kernels (Box 1). Such dispersal might best be described by gravity models, which can capture
how human movement patterns reflect not only distance, but also changed patterns caused by
travel between ‘attractive’ nodes, such as cities [27].

Long-distance dispersal (i.e., the tail of the dispersal kernel) has particularly important con-
sequences for ecology and evolution (Box 1), and several studies have demonstrated longer
distance dispersal under HVD than through natural processes. These include seeds travelling
over 20 times further by attachment to hiking boots compared with dispersal by wind [14],
dispersal of an invasive fish in ballast water 400 times further than the maximum under natural
movement [28], and transport of marine invertebrates by shell fisheries ten times further than
their maximum distances as plankton [29]. While the characteristics of human movement make
it likely that dispersal distances will be increased under HVD, it is not a given that HVD will
always lead to long-distance dispersal (Figure 2B). The outcome depends on the HVD process,
and the resulting distances can be shorter than under natural dispersal [30].

The propensity of a species for HVD will be determined largely by traits that affect uptake and
retention by the human vector and survival during transport. In research on natural dispersal,
traits have been used as proxies for dispersal processes and the resulting distances travelled.
For example, seeds with hooked appendages are generally dispersed by attachment to
animals, while aerodynamic characteristics predict dispersal by wind [31]: the former predicts
attachment to humans [32] and the latter the propensity for dispersal in the slipstream of
vehicles [30]. Among animals undertaking active dispersal, a larger body size is often associ-
ated with greater dispersal distances [33]. However, as with seeds [31], this size–distance
relationship is reversed among animals dispersed passively [34], and this same relationship is
evident for certain types of HVD (Figure 2C). The critical traits will differ depending on whether
HVD is intentional or accidental and whether organisms are transported on humans or on
entities moved by humans. In Figure 2, we give examples of these various traits. Given that the
types of HVD are wide-ranging, these traits are extremely varied and not necessarily the same
as the traits that affect natural dispersal ability. A particular characteristic of intentional HVD is
that it can involve life-history stages that are not usually dispersed by natural means. Thus, for
plants, HVD can be of entire plants, plant parts or cuttings, as well as seeds and fruits. Similarly,
HVD can involve stress-resistant but usually immobile animal life stages, such as eggs, larvae,
or pupae in terrestrial animals [35] or sessile adults of marine invertebrates [36] (Figure 2C).

Human-Altered Dispersal
Very different from HVD, HAD occurs where dispersal is altered as an organismal response to
anthropogenic changes in communities, habitats, and landscapes. HAD can result from
actions designed by humans to enhance dispersal (e.g., creation of green infrastructure),
while many other human activities can indirectly have unintended effects on dispersal, such as
loss of native dispersal agents. While indirect effects of human activities are generally regarded
as negative for dispersal, for example habitat fragmentation, we show below that they are not all
necessarily detrimental.

Habitat fragmentation involves habitat loss leading to the division of large areas of continuous
habitat into smaller patches, isolated from each other by less suitable matrix habitat. It is well
documented that this fundamental change to landscapes often has negative effects on
dispersal (Figure 1) [37,38], due to avoidance of the matrix and/or increased dispersal costs
across less hospitable environments [39]. However, effects vary and, in some cases, dispersal
can be unaffected or even boosted following fragmentation, such as where animal vectors
move longer distances to access isolated habitat patches [40]. Within fragmented landscapes,
Trends in Ecology & Evolution, December 2018, Vol. 33, No. 12 963



adding green infrastructure can enhance dispersal, while red infrastructure can further
restrict movement. Green infrastructure includes anthropogenic linear features, such as canals,
unpaved roads, and firebreaks {soft linear development (SLD) [41]}, which often act as
dispersal corridors, for example by allowing the movement of frugivorous animals [41]. SLD
might be able to conserve many of the structural features of the original habitat (e.g., extant or
planted vegetation along canals and roads [42]).

Red infrastructure includes high-impact developments, such as highways, which can act as
physical barriers that impede movement, or as behavioural barriers when animals are reluctant
to cross them because they are perceived as a risk [43]. Indeed, the extent of animal move-
ments is typically much reduced in areas with a large human footprint, such as those with a high
building density [44]. The level of neophobia (i.e., a fearful response to novelty) of a particular
species or individual is an important characteristic that determines how anthropogenic infra-
structure affects its movement [45]. For example, while roads act as barriers to some species
[46], they are preferred dispersal routes for others because movement is easier than within
dense, intact vegetation [47].

Human management and harvesting of populations and communities might also impact
dispersal indirectly. Nutrient enrichment of grasslands can decrease the height of wind-
dispersed species relative to the sward canopy, reducing wind speed and, thus, dispersal
distances [48]. Harvesting can reduce animal emigration by relaxing density dependence [49],
but conversely can induce emigration through risk avoidance (landscape of fear [50]). At a
broader scale, localised population control or harvesting can induce immigration from non-
hunted areas, potentially creating source–sink dynamics [51]. Finally, some species suffer
dispersal limitation due to the loss of their natural animal vectors through human activities, such
as hunting, cascading effects of biological invasions, or anthropogenic habitat destruction
[52,53].

Rewiring of Spatial Networks by HMD
The benefits of integrating HVD and HAD are clear when considering spatial networks of
populations and communities and how they are maintained by dispersal [1]. As we have seen,
while HVD often increases dispersal distances, different aspects of HAD can increase or
decrease dispersal. Thus, HMD does not necessarily lead to higher or lower dispersal pro-
pensity or distance moved than in the absence of humans. However, humans can create new
movement pathways that lead to the dispersal of organisms from locations, along movement
paths, and to destinations that are different to those experienced under natural conditions
(Figure 3). HMD is particularly interesting in the way that it can modify dispersal at multiple
spatial scales, influencing processes such as population spread, gene flow among populations,
the colonisation of unoccupied habitats, and the assembly of local communities [20,22,54].
Thus, in areas with a high human footprint, and so exhibiting multiple aspects of HMD, we might
expect local dispersal to be constrained by losses of connectivity caused by HAD, while long
dispersal events are boosted by HVD. In such situations, HMD-driven rewiring will have
converted geographically constrained spatial networks, where most connections are between
neighbouring habitat patches, into spatial networks with fewer local connections (because of
fragmentation) and more long-distance connections (Figure 3). These changes can be
described in terms of network topology theory [55]. Natural spatial networks can be typified
as having nodes linked to nearby nodes with distance decay patterns. By contrast, HMD might
lead to small-world networks with dispersal shortcuts, whereby any node in the network can
be reached from any other node in a few steps, or scale-free networks in which most nodes
have few links but a few nodes (hubs) have many links. HMD might also decrease the
964 Trends in Ecology & Evolution, December 2018, Vol. 33, No. 12
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Local interac on network (community)

Spa al interac on network (metacommunity)

Pris ne riverine habitat
(gravel and marshland)

Forested Urbanised Canalised river
AgricultureGrassland

Secondary consumer species (here forest specialist)
Primary consumer species (   : benefi ng from HMD)
Producer species (   :grassland specialist)
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–

Highway

Mutualis c interac on

Local interac on network

Dispersal link shaped by red infrastructure

Dispersal link shaped by green infrastructure
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(B)

(A)

Figure 3. Rewiring of Spatial Networks by Human-Mediated Dispersal (HMD). (A) A landscape in its pristine state comprising a river valley, and grassland and
forested habitat, overlaid with a subset of locations that form a spatial ecological network. (B) Following anthropogenic change, the network is rewired under HMD. A
subset of the local interaction networks is represented by different species at different trophic levels that interact either antagonistically or mutualistically. Depending on
the species composition, the different metacommunities show different levels of connectivity, as determined by the species traits and the landscape matrix (black links,
where the link thickness represents the strength of connectivity). The forests and the grassland habitats have their specialist species (e.g., the middle green producer
and grey consumer nodes are forest species). Metacommunity-level dispersal is highest at short distances and with continuous habitat (left link between the two forest
nodes), but becomes weaker when the matrix is less continuous (e.g., the upper two local interaction networks are less connected because of the river barrier).
nestedness of the spatial network by promoting the persistence of few highly dispersed species
while filtering out others. We predict accidental HVD and HAD to advantage generalists
showing weak interactions in the receiving community, which would stabilise local communi-
ties. Opposite patterns are anticipated for intentional HVD, for instance through conservation
translocations of specialists from higher trophic positions that have strong local interactions.

Ecological Consequences of Rewiring
HMD-driven changes in dispersal patterns within ecological systems can have a wide array of
impacts, which might be negative or positive depending on the characteristics of the human
activities (Figure 3). While these effects are likely to be multifarious, we can make some
predictions at various levels of organisation. For example, we describe above the limitation
of dispersal through habitat fragmentation and loss of dispersal vectors. This has been shown
Trends in Ecology & Evolution, December 2018, Vol. 33, No. 12 965



to constrain metapopulation processes, such as rescue effects [56], and to lead to population
bottlenecks [57]. We expect that species dispersed by extinction-prone animals, such as large-
bodied vertebrates, will be particularly sensitive to these effects. Dispersal collapse might even
occur long before vector extinction, particularly when remnant vectors cannot provide sufficient
dispersal [58]. Importantly, human activities rarely happen in isolation, and so we expect that, in
some cases, these detrimental effects might be compensated for to a certain degree by
positive effects of HMD. For example, HVD might increase dispersal rates and distances, which
have been shown to benefit certain species by: connecting isolated habitat patches and so
increasing metapopulation size [59]; promoting range expansions [60]; and creating dispersal
hubs that can maintain metapopulations [61]. However, because increased dispersal in
metapopulations might also exacerbate dispersal-driven population synchrony and the likeli-
hood of extinction [1], we anticipate that effects of HMD on metapopulations will vary according
to the relative contributions of human-altered and -vectored dispersal (Figure 3). A further
consideration is how HVD changes the locations at which individuals settle. Natural dispersal,
even when passive, is often directed such that individuals settle at locations that support
survival and establishment [62], presumably as a result of dispersal evolution. We predict that
HVD will disrupt this process if the new settlement locations are less favourable.

The combined effects of HMD on the individual species in spatial networks will drive local
community and ecosystem properties and, ultimately, those of metacommunities and meta-
ecosystems [63]. First, in contrast to typical views that human impacts cause foodwebs to
become more connected and less modular [64], we anticipate complex changes in local
communities because both mutualisms and antagonisms are shaped by both lower and
higher-order interactions. These interactions are shaped dynamically by the relative abundan-
ces of the different species as determined by human-imposed changes in habitat quality and
also increased immigration under HMD. Second, HMD-driven changes in dispersal patterns
might eventually change the ecological functions within communities in a nonrandom fashion,
for example through network-wide domination by certain species with an homogenising impact
on the network structure and local functioning [65]. Here, the correlation between those traits of
species promoting the likelihood of HVD, or the filtering effect of HAD, and those shaping
interspecific interactions and ecological functions (e.g., body size) will condition the structural
and functional consequences of HMD. Finally, we predict that HMD will change metaecosys-
tem processes [63]. Again, depending on the human activities, we can predict different
consequences. While colonising species might export nutrients by moving among or switching
foraging areas [66], constrained dispersal for large-seeded plants due to the loss of large-
bodied animal vectors leads to metacommunities dominated by small-seeded plants with
consequences for regional carbon storage [67].

Evolutionary Consequences of Rewiring
Evidence is accumulating of evolutionary changes imposed by human activities [68]. While
insights to date derive from theory or observations related to direct impacts of urbanisation,
invasions, pollution, harvesting, and climate change, less conspicuous eco-evolutionary
changes resulting from HMD are probably at least as important for spatial networks (Figure 1).
HMD is likely to be nonrandom among individuals, thus imposing selection [69]; and genotypes
with traits associated with a higher sampling probability (i.e., instigating departure; Figure 1) are
likely to be moved more than under natural conditions, leading to new evolutionary associations
with humans. Increased boldness in animals could, for instance, increase the chances of
human-vectored as well as human-altered departure [70]. Such nonrandom sampling and
release will, in this respect, not only change patterns of non-neutral gene flow, but we predict
that it might also lead to feedback on communities, for instance by imposing changes in the
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Outstanding Questions
How do the positive and negative
aspects of HMD play out for individual
species and how predictable is this in
terms of the traits of species?

Are the spatial dynamics of species
other than non-natives and re-intro-
duced natives already driven by HVD?

Given that humans mostly move
between human-impacted locations,
is HVD taking most species into sink
habitats?

Conversely, are there cases where
HMD leads to directed dispersal
whereby individuals are moved to hab-
itats to which they are pre-adapted?

Are there correlations between traits
promoting HMD and those traits
affecting ecosystem function
(response versus effect traits); how
do these compare across and within
species?

Do populations and, specifically, dis-
persal traits undergo evolutionary
change following improved connectiv-
ity through HVD or HAD?

Does nonrandom sampling of specific
genotypes by HMD lead to increasing
maladaptation to the local
environment?

Does HMD lead to unprecedented
evolutionary scenarios?

Is green infrastructure working to
counter habitat fragmentation and
red infrastructure and, if so, under
what circumstances?

How does HMD change the topologies
of spatial networks, and is this gener-
ally predictable?

Can we identify new emerging hubs for
HMD, at local and global scales, and
can we demonstrate or even predict
how proximity to these hubs alters
local ecosystems?
competitive balance among species [71]. Because experimental studies have demonstrated
that these interactions are also subject to evolutionary change [72], we might expect HMD to
also change food-web functioning, and eventually to feedback on trait evolution, as shown for
dispersal in a theoretical study [73].

Evidence of microevolution following anthropogenic connectivity loss is documented in partic-
ular for dispersal-related traits in plants and animals and reproductive strategies in plants [74].
Human extirpation of dispersers can have similar consequences, such as rapid evolution
favouring small-seeded phenotypes following the loss of large-bodied avian dispersers [75].
We know of no studies of evolutionary change in traits following connectivity improvement,
although physiological selection for stress tolerance during human transfer might provide an
example [76]. While microevolutionary changes to settlement processes are less likely, evo-
lution in response to altered sampling and transfer might foster further evolutionary dynamics in
human-impacted spatial networks. There is, for instance, a wealth of evidence that HMD
impacts patterns of neutral genetic divergence across space, with many studies showing
impeded gene flow following disrupted movement in fragmented landscapes [56]. While, in
some cases, translocations have induced genetic homogenisation between the source and
recipient populations [77], we can also predict that they might fuel evolution in some other
circumstances by creating opportunities for hybridisation and, thus, new nodes in the human-
impacted spatial network. Indeed, assisted migration or translocation has been implemented to
increase the genetic diversity and adaptive potential of threatened populations within their
native ranges, although often with mixed success [78,79]. If human activities lead to high rates
of dispersal, this might increase genetic diversity and consequently induce stability in rewired
spatial networks [80].

Concluding Remarks
We have shown that HMD can profoundly change spatial networks and can have overall
beneficial or detrimental effects on species depending on their traits. While HMD can be
described in terms of the fundamental dispersal processes of departure, transfer, and settle-
ment, it can completely alter each process compared with the natural state. Within a meta-
population, HMD can change: how many and which individuals, as well as which life stages,
disperse; the spatial patterns and distances of dispersal; the number of, and which, individuals
survive dispersal and their condition; and the position and habitat quality of locations to which
individuals disperse. Similarly, for metacommunities, HMD changes the balance among spe-
cies of the likelihood of dispersing and how far, and to where, different species disperse. In this
way, the many components of HMD can combine to have complex, interactive effects on eco-
evolutionary dynamics. Ultimately, we believe that an understanding of the impacts of HMD on
spatial networks is important for the following reasons. (1) To account better for growing human
impacts on the natural environment. In the near future, the human population is expected to
grow rapidly, to extend activities over more natural spaces, to expand urban areas, and to move
more in terms of both individuals and trade goods [81]. As we have shown, these processes all
modify dispersal in different ways, which we still understand insufficiently (see also Outstanding
Questions). It appears clear that HMD will increase in magnitude and extent in the near future.
(2) To avoid oversimplifications about human impacts on spatial networks. These include the
general characterisation of indirect human impacts on dispersal as negative or, more specifi-
cally, the promotion of assisted migration (HVD) to allow species to track climate change. The
interacting processes described in Figure 1 illustrate that a change to spatial networks might
have ramifications beyond the immediate (perhaps intended) impact. (3) To encourage assess-
ment of new causes and types of HVD and HMD. For example, drone delivery for commercial
purposes might become an important means of transport at short to medium distances, to the
Trends in Ecology & Evolution, December 2018, Vol. 33, No. 12 967



detriment of road transport. Unlike cars, drones are not restricted to a road network and so
could lead to new forms of rewiring and extend HVD into new areas. (4) To allow holistic
planning of human activities that addresses both HVD and HAD to reduce negative impacts on
biodiversity. Specifically, it would be valuable to bring issues such as assisted migration, green
infrastructure, dispersal vector loss, and introductions of non-natives into the same discussions
and planning activities. For example, construction projects should not only aim to reduce
negative impacts, such as fragmentation and red infrastructure, but also plan corridors and
protected areas [82]. By separating and characterizing HVD and HAD in this paper, we have
provided a structure by which to understand, assess, and ultimately regulate the multiple
impacts of human activities on species dispersal and spatial networks.

Acknowledgements
J.B. acknowledges funding from CEH project NEC06895; D.B. and E.M. from the FWO research network EVENET

(W0.003.16N); C.G. from the FCT Investigador Programme (IF/01375/2012) and PTDC/BIA-BIC/5223/2014; C.C. from

FAPESP 2016/22843-8; D.C. from the European Union’s Horizon 2020 grant XF-Actors 727987; D.G. from the MinEco/

FEDER project CGL2015-68963-C2-2-R; and M.D. from grant RYC-2014-16263. We thank Juan Manuel Morales for help

with Figure I.

References

1. Thompson, P.L. and Gonzalez, A. (2017) Dispersal governs the

reorganization of ecological networks under environmental
change. Nat. Ecol. Evol. 1, 0162

2. Travis, J.M.J. et al. (2013) Dispersal and species’ responses to
climate change. Oikos 122, 1532–1540

3. Santini, L. et al. (2016) A trait-based approach for predicting
species responses to environmental change from sparse data:
how well might terrestrial mammals track climate change? Global
Change Biol. 22, 2415–2424

4. Bullock, J.M. et al. (2012) Modelling spread of British wind-dis-
persed plants under future wind speeds in a changing climate. J.
Ecol. 100, 104–115

5. Ricciardi, A. et al. (2017) Invasion science: a horizon scan of
emerging challenges and opportunities. Trends Ecol. Evol. 32,
464–474

6. Fahrig, L. (2017) Ecological responses to habitat fragmentation
per se. Annu. Rev. Ecol. Evol. Syst. 48, 1–23

7. Boivin, N.L. et al. (2016) Ecological consequences of human
niche construction: examining long-term anthropogenic shaping
of global species distributions. Proc. Natl. Acad. Sci. 113,
6388–6396

8. Levis, C. et al. (2017) Persistent effects of pre-Columbian plant
domestication on Amazonian forest composition. Science 355,
925–931

9. Bliege Bird, R. and Nimmo, D. (2018) Restore the lost ecological
functions of people. Nat. Ecol. Evol. 2, 1050–1052

10. Venter, O. et al. (2016) Sixteen years of change in the global
terrestrial human footprint and implications for biodiversity
conservation. Nat. Commun. 7, 11

11. Watson, R.A. et al. (2015) Marine foods sourced from farther as
their use of global ocean primary production increases. Nat.
Commun. 6, 6

12. Funk, S. et al. (2010) Modelling the influence of human behaviour
on the spread of infectious diseases: a review. J. R. Soc. Interface
7, 1247–1256

13. Seddon, P.J. et al. (2014) Reversing defaunation: restoring
species in a changing world. Science 345, 406–412

14. Wichmann, M.C. et al. (2009) Human-mediated dispersal of
seeds over long distances. Proc. R. Soc. B Biol. Sci. 276,
523–532

15. Weiss, F. et al. (2016) Mountain bikes as seed dispersers and their
potential socio-ecological consequences. J. Environ. Manag.
181, 326–332
968 Trends in Ecology & Evolution, December 2018, Vol. 33, No.
16. Koch, K. et al. (2015) A voyage to Terra Australis: human-medi-
ated dispersal of cats. BMC Evol. Biol. 15, 262

17. Chapman, D. et al. (2017) Global trade networks determine the
distribution of invasive non-native species. Global Ecol. Biogeogr.
26, 907–917

18. Auffret, A.G. (2011) Can seed dispersal by human activity play a
useful role for the conservation of European grasslands? Appl.
Veg. Sci. 14, 291–303

19. Simberloff, D. and Von Holle, B. (1999) Positive interactions of
nonindigenous species: invasional meltdown? Biol. Invasions 1,
21–32

20. Valls, L. et al. (2016) Human-mediated dispersal of aquatic inver-
tebrates with waterproof footwear. Ambio 45, 99–109

21. Golan, J.J. and Pringle, A. (2017) Long-distance dispersal of
fungi. Microbiol. Spectr. 5, 24

22. Perrigo, A.L. et al. (2012) What’s on your boots: an investigation into
the role we play in protist dispersal. J. Biogeogr. 39, 998–1003

23. Miller, A.W. and Ruiz, G.M. (2014) Arctic shipping and marine
invaders. Nat. Clim. Change 4, 413

24. Auffret, A.G. et al. (2014) The geography of human-mediated
dispersal. Divers. Distrib. 20, 1450–1456

25. Bullock, J.M. et al. (2011) Process-based functions for seed
retention on animals: a test of improved descriptions of dispersal
using multiple data sets. Oikos 120, 1201–1208

26. Brockmann, D. et al. (2006) The scaling laws of human travel.
Nature 439, 462–465

27. Jongejans, E. et al. (2015) A unifying gravity framework for dis-
persal. Theor. Ecol. 8, 207–223

28. Johansson, M.L. et al. (2018) Human-mediated and natural dis-
persal of an invasive fish in the eastern Great Lakes. Heredity 120,
533–546

29. Woodin, S.A. et al. (2014) Population structure and spread of the
polychaete Diopatra biscayensis along the French Atlantic coast:
human-assisted transport by-passes larval dispersal. Mar.
Environ. Res. 102, 110–121

30. von der Lippe, M. et al. (2013) Human-mediated dispersal of
seeds by the airflow of vehicles. PLoS One 8, e52733

31. Tamme, R. et al. (2014) Predicting species’ maximum dispersal
distances from simple plant traits. Ecology 95, 505–513

32. Ansong, M. and Pickering, C. (2016) The effects of seed traits and
fabric type on the retention of seed on different types of clothing.
Basic Appl. Ecol. 17, 516–526
 12

http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0005
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0005
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0005
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0010
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0010
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0015
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0015
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0015
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0015
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0020
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0020
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0020
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0025
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0025
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0025
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0030
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0030
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0035
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0035
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0035
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0035
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0040
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0040
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0040
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0045
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0045
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0050
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0050
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0050
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0055
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0055
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0055
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0060
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0060
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0060
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0065
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0065
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0070
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0070
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0070
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0075
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0075
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0075
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0080
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0080
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0085
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0085
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0085
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0090
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0090
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0090
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0095
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0095
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0095
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0100
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0100
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0105
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0105
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0110
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0110
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0115
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0115
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0120
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0120
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0125
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0125
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0125
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0130
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0130
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0135
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0135
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0140
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0140
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0140
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0145
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0145
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0145
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0145
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0150
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0150
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0155
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0155
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0160
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0160
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0160


33. Stevens, V.M. et al. (2014) A comparative analysis of dispersal
syndromes in terrestrial and semi-terrestrial animals. Ecol. Lett.
17, 1039–1052

34. Villarino, E. et al. (2018) Large-scale ocean connectivity and
planktonic body size. Nat. Commun. 9, 142

35. Kissel, A.M. et al. (2017) A decision-theory approach to cost-
effective population supplementation for imperiled species. Ecol.
Econ. 142, 194–202

36. Rinkevich, B. (2014) Rebuilding coral reefs: does active reef
restoration lead to sustainable reefs? Curr. Opin. Environ.
Sustain. 7, 28–36

37. Ozinga, W.A. et al. (2009) Dispersal failure contributes to plant
losses in NW Europe. Ecol. Lett. 12, 66–74

38. Van Dyck, H. and Baguette, M. et al. (2012) Dispersal and habitat
fragmentation in invertebrates - examples from widespread and
localized butterflies. In Dispersal Ecology and Evolution (Clobert,
J., ed.), pp. 413–418, Oxford University Press

39. Bonte, D. et al. (2012) Costs of dispersal. Biol. Rev. 87, 290–312

40. Lenz, J. et al. (2011) Seed-dispersal distributions by trumpeter
hornbills in fragmented landscapes. Proc. R. Soc. B Biol. Sci.
278, 2257–2264

41. Suárez-Esteban, A. et al. (2013) Barriers or corridors? The over-
looked role of unpaved roads in endozoochorous seed dispersal.
J. Appl. Ecol. 50, 767–774

42. Damschen, E.I. et al. (2008) The movement ecology and dynam-
ics of plant communities in fragmented landscapes. Proc. Natl.
Acad. Sci. 105, 19078–19083

43. Bischof, R. et al. (2017) Caught in the mesh: roads and their
network-scale impediment to animal movement. Ecography 40,
1369–1380

44. Tucker, M.A. et al. (2018) Moving in the Anthropocene: global
reductions in terrestrial mammalian movements. Science 359,
466–469

45. Found, R. and St. Clair, C.C. (2016) Behavioural syndromes
predict loss of migration in wild elk. Anim. Behav. 115, 35–46

46. Beyer, H.L. et al. (2016) ‘You shall not pass!’: quantifying barrier
permeability and proximity avoidance by animals. J. Anim. Ecol.
85, 43–53

47. Brown, G.P. et al. (2006) Toad on the road: Use of roads as
dispersal corridors by cane toads (Bufo marinus) at an invasion
front in tropical Australia. Biol. Conserv. 133, 88–94

48. Soons, M.B. and Heil, G.W. (2002) Reduced colonization capac-
ity in fragmented populations of wind-dispersed grassland forbs.
J. Ecol. 90, 1033–1043

49. Cooley, H.S. et al. (2009) Does hunting regulate cougar popula-
tions? A test of the compensatory mortality hypothesis. Ecology
90, 2913–2921

50. Legagneux, P. et al. (2009) Effect of predation risk, body size, and
habitat characteristics on emigration decisions in mallards.
Behav. Ecol. 20, 186–194

51. Leclerc, M. et al. (2017) Hunting promotes spatial reorganization
and sexually selected infanticide. Sci. Rep. 7, 45222

52. McConkey, K.R. et al. (2012) Seed dispersal in changing land-
scapes. Biol. Conserv. 146, 1–13

53. Rogers, H.S. et al. (2017) Effects of an invasive predator cascade
to plants via mutualism disruption. Nat. Commun. 8, 14557

54. Waterkeyn, A. et al. (2010) Unintentional dispersal of aquatic
invertebrates via footwear and motor vehicles in a Mediterranean
wetland area. Aquat. Conserv. Mar. Freshw. Ecosyst. 20,
580–587

55. Banks, N.C. et al. (2015) The role of global trade and transport
network topology in the human-mediated dispersal of alien
species. Ecol. Lett. 18, 188–199

56. Cosgrove, A.J. et al. (2018) Consequences of impediments to
animal movements at different scales: a conceptual framework
and review. Divers. Distrib. 24, 448–459

57. Cordeiro, N.J. and Howe, H.F. (2003) Forest fragmentation
severs mutualism between seed dispersers and an endemic
African tree. Proc. Natl. Acad. Sci. 100, 14052–14056
58. Pérez-Méndez, N. et al. (2016) The signatures of Anthropocene
defaunation: cascading effects of the seed dispersal collapse.
Sci. Rep. 6, 24820

59. D’Hondt, B. et al. (2012) Genetic analysis reveals human-medi-
ated long-distance dispersal among war cemeteries in Trifolium
micranthum. Plant Ecol. 213, 1241–1250

60. Dainese, M. et al. (2017) Human disturbance and upward expan-
sion of plants in a warming climate. Nat. Clim. Change 7, 577

61. Watson, J.R. et al. (2011) Identifying critical regions in small-world
marine metapopulations. Proc. Natl. Acad. Sci. 108, E907–E913

62. Soons, M.B. et al. (2017) Directed dispersal by an abiotic vector:
wetland plants disperse their seeds selectively to suitable sites
along the hydrological gradient via water. Funct. Ecol. 31,
499–508

63. Massol, F. et al. (2017) How life-history traits affect ecosystem
properties: effects of dispersal in meta-ecosystems. Oikos 126,
532–546

64. Kortsch, S. et al. (2015) Climate change alters the structure of
arctic marine food webs due to poleward shifts of boreal general-
ists. Proc. R. Soc. B Biol. Sci. 282, 20151546

65. Hagen, M. et al. (2012) Biodiversity, species interactions and
ecological networks in a fragmented world. Adv. Ecol. Res. 46,
89–210

66. Bauer, S. and Hoye, B.J. (2014) Migratory animals couple biodi-
versity and ecosystem functioning worldwide. Science 344,
1242552

67. Bello, C. et al. (2015) Defaunation affects carbon storage in
tropical forests. Sci. Adv. 1, e1501105

68. Hendry, A.P. et al. (2017) Human influences on evolution: and the
ecological and societal consequences. Philos. Trans. R. Soc. B
Biol. Sci. 372

69. Biro, P.A. and Dingemanse, N.J. (2009) Sampling bias resulting
from animal personality. Trends Ecol. Evol. 24, 66–67

70. Carrete, M. et al. (2012) Don’t neglect pre-establishment individ-
ual selection in deliberate introductions. Trends Ecol. Evol. 27,
67–68

71. Duckworth, R.A. and Badyaev, A.V. (2007) Coupling of dispersal
and aggression facilitates the rapid range expansion of a passer-
ine bird. Proc. Natl. Acad. Sci. 104, 15017–15022

72. Lawrence, D. et al. (2012) Species interactions alter evolutionary
responses to a novel environment. PLoS Biol. 10, e1001330

73. Amarasekare, P. (2016) Evolution of dispersal in a multi-trophic
community context. Oikos 125, 514–525

74. Cheptou, P.-O. et al. (2017) Adaptation to fragmentation: evolu-
tionary dynamics driven by human influences. Philos. Trans. R.
Soc. B Biol. Sci. 372, 20160037

75. Galetti, M. et al. (2013) Functional extinction of birds drives rapid
evolutionary changes in seed size. Science 340, 1086–1090

76. Renault, D. et al. (2018) Environmental adaptations, ecological
filtering, and dispersal central to insect invasions. Annu. Rev.
Entomol. 63, 345–368

77. Biebach, I. and Keller, L.F. (2009) A strong genetic footprint of the
re-introduction history of Alpine ibex (Capra ibex ibex). Mol. Ecol.
18, 5046–5058

78. Michaelides, S. et al. (2013) Human introductions create oppor-
tunities for intra-specific hybridization in an alien lizard. Biol.
Invasions 15, 1101–1112

79. Park, A. and Talbot, C. (2018) Information underload: ecological
complexity, incomplete knowledge, and data deficits create chal-
lenges for the assisted migration of forest trees. Bioscience 68,
251–263

80. Melián, C.J. et al. (2018) Deciphering the interdependence
between ecological and evolutionary networks. Trends Ecol. Evol.
33, 504–512

81. Steffen, W. et al. (2015) The trajectory of the Anthropocene: the
great acceleration. Anthropoc. Rev. 2, 81–98

82. Lechner, A.M. et al. (2018) Biodiversity conservation should be a
core value of China’s Belt and Road Initiative. Nat. Ecol. Evol. 2,
408–409
Trends in Ecology & Evolution, December 2018, Vol. 33, No. 12 969

http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0165
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0165
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0165
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0170
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0170
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0175
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0175
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0175
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0180
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0180
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0180
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0185
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0185
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0190
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0190
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0190
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0190
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0195
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0200
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0200
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0200
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0205
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0205
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0205
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0210
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0210
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0210
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0215
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0215
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0215
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0220
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0220
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0220
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0225
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0225
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0230
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0230
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0230
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0235
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0235
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0235
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0240
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0240
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0240
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0245
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0245
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0245
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0250
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0250
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0250
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0255
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0255
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0260
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0260
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0265
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0265
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0270
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0270
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0270
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0270
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0275
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0275
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0275
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0280
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0280
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0280
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0285
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0285
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0285
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0290
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0290
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0290
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0295
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0295
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0295
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0300
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0300
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0305
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0305
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0310
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0310
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0310
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0310
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0315
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0315
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0315
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0320
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0320
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0320
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0325
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0325
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0325
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0330
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0330
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0330
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0335
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0335
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0340
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0340
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0340
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0345
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0345
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0350
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0350
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0350
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0355
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0355
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0355
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0360
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0360
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0365
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0365
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0370
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0370
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0370
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0375
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0375
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0380
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0380
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0380
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0385
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0385
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0385
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0390
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0390
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0390
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0395
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0395
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0395
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0395
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0400
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0400
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0400
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0405
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0405
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0410
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0410
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0410


83. Auffret, A.G. and Cousins, S.A.O. (2013) Humans as
long-distance dispersers of rural plant communities. PLoS One
8, e62763

84. Mitchell, P.D. (2013) The origins of human parasites: exploring the
evidence for endoparasitism throughout human evolution. Int. J.
Paleopathol. 3, 191–198

85. Mauro, G. et al. (2018) Ecological and evolutionary legacy of
megafauna extinctions. Biol. Rev. 93, 845–862

86. Weiss, R.A. (2009) Apes, lice and prehistory. J. Biol. 8, 20

87. Drake, D.A.R. and Mandrak, N.E. (2014) Bycatch, bait, anglers,
and roads: quantifying vector activity and propagule introduction
risk across lake ecosystems. Ecol. Appl. 24, 877–894

88. Lenda, M. et al. (2014) Effect of the internet commerce on
dispersal modes of invasive alien species. PLoS One 9, e99786

89. Forcina, G. et al. (2015) Impacts of biological globalization in the
Mediterranean: unveiling the deep history of human-mediated
gamebird dispersal. Proc. Natl. Acad. Sci. 112, 3296–3301

90. Gilhaus, K. et al. (2017) High fodder value and feeding likelihood
favour endozoochorous plant dispersal. J. Veg. Sci. 28, 357–367

91. Beckman, N.G. et al. (2018) High dispersal ability is related to fast
life-history strategies. J. Ecol. 106, 1349–1362
970 Trends in Ecology & Evolution, December 2018, Vol. 33, No.
92. Bullock, J.M. et al. (2017) A synthesis of empirical plant dispersal
kernels. J. Ecol. 105, 6–19

93. Nathan, R. et al. (2008) A movement ecology paradigm for
unifying organismal movement research. Proc. Natl. Acad. Sci.
105, 19052–19059

94. Delgado, M.M. et al. (2014) Prospecting and dispersal: their
eco-evolutionary dynamics and implications for population
patterns. Proc. R. Soc. B Biol. Sci. 281, 9

95. Jordano, P. (2017) What is long-distance dispersal? And a
taxonomy of dispersal events. J. Ecol. 105, 75–84

96. Bascompte, J. and Jordano, P. (2014) Mutualistic Networks,
Princeton University Press

97. Bonte, D. and Dahirel, M. (2017) Dispersal: a central and
independent trait in life history. Oikos 126, 472–479

98. Pillai, P. et al. (2011) Metacommunity theory explains the
emergence of food web complexity. Proc. Natl. Acad. Sci.
108, 19293–19298

99. François, M. et al. (2011) Linking community and ecosystem
dynamics through spatial ecology. Ecol. Lett. 14, 313–323
 12

http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0415
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0415
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0415
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0420
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0420
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0420
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0425
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0425
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0430
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0435
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0435
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0435
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0440
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0440
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0445
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0445
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0445
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0450
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0450
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0455
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0455
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0460
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0460
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0465
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0465
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0465
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0470
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0470
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0470
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0475
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0475
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0480
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0480
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0485
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0485
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0490
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0490
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0490
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0495
http://refhub.elsevier.com/S0169-5347(18)30228-3/sbref0495

	Human-Mediated Dispersal and the Rewiring of Spatial Networks
	Human-Mediated Dispersal
	Human-Vectored Dispersal
	Human-Altered Dispersal
	Rewiring of Spatial Networks by HMD
	Ecological Consequences of Rewiring
	Evolutionary Consequences of Rewiring
	Concluding Remarks
	Acknowledgements
	References


